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ABSTRACT

In August 2023, leaf spot disease was observed in peanuts in Cheongju-si, Korea. Leaf spots
occurred at the leaf margins and the lesions gradually expanded. Diseased leaf areas were
light or dark brown and irregular in shape. A fungal isolate was obtained from symptomatic
leaf and cultured on potato dextrose agar (PDA) medium at 25°C. An isolate was identified
as Colletotrichum sojae based on morphological characteristics and sequences of the
internal transcribed spacers, glyceraldehyde-3-phosphate dehydrogenase, chitin synthase-1,
actin, and B-tubulin genes. Pathogenicity tests were performed on peanut seedlings in a

'.) conidial suspension (1X10° conidia/mL). Lesions were observed on the peanut leaf 5 d after

heck for inoculation. The pathogen was re-isolated from the lesions of the inoculated leaves. To the

updates best of our knowledge, this is the first report of anthracnose on peanut caused by C. sojae in
Korea.
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Fig. 1. Symptoms of anthracnose on peanut naturally infected by Colletotrichum sojae.
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Fig. 2. Colletotrichum sojae. (A) fungal colony morphology of C. sojae on potato dextrose agar, (B)
conidia of C. sgjae.
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Fig. 3. Symptoms of artificial inoculation test on peanut seedlings with an isolate. (A) water-soaking
symptom, (B) leaf spot symptom.
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Fig. 4. Phylogenetic tree constructed with the neighbor-joining method using combined multilocus gene
(ITS, GAPDH, CHS-1, ACT and TUB?2) from the peanut anthracnose pathogen 23PLD1 and those of
other Colletotrichum spp. number on nodes are supporting percentages by 1,000 bootstrap replicates. C.
magnum strain CBS 519.97 is used as outgroup.
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