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ABSTRACT: Twelve URP primers were used to assess genetic characteristics of oyster mushroom including 59
Pleurotus ostreatus cultivars, two of P. florida cultivars, one P. sajor-caju cultivars, one P. abalonus cultivar and two
P, eryngii cultivars registered in Korea. Six URP primers produced PCR polymorphic bands within and between
the Pleurotus species. Primer URP2F produced distinct cultivar specific PCR polymorphic bands that profiled to
15 cultivar types. PCR polymorphic bands amplified by URP2F, URP6R, URP4R and URP2R were used for
UPGMA cluster analysis. Fifty nine cultivars of Pleurotus ostreatus are genetically clustered into 5 groups, showing
genetic similarity over 70% among them and P abalonus, P. eryngii and P. sajor-caju, were involved in outside

groups.
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U 55FF 14 5A4S 2RI olE nEeR
8 Af FFY EAS B FF S48 g 7
Z ARE o]&37] flat] FEg FEFEH] 87
R =

EHHALS 5, 2%, 3, d%Y 5o 4z
w2t AR o] B, A7z ol wolzk B A9 ¥
Bl el o3t F Aol FA|Ho] ) wEkA] A

A FEE o]§E A2 (]
FFoE o7} WA 4aL, =9, B]§, AZke] Bol
2Q9FH EAEA) sk EAG] AR QlEte] Al
3lE FH e AlF B F5 A FA-e] At
A EEA 7 o] R SAER]EH (DNA fingerprin-
ting)o] 7= 2734 JFS viAISIAL genome ‘gl
Uehtb=s HolE 8402 HAET T o] ABESY F
o ARl g714<1 A71E wHdait 53], $3R
224298 (Polymerase Chain Reaction, PCR)H-S &2
gy} vgoR tEre] AES A&, JHdshA B4
T A& Aol EAHo|th(Caetano and Gresshoff, 1997).
tDNA9| ITS 3 IGRY S ©]83 DNA t374 &4l
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7ok WAFe T AS HATE s e
o] &Ha ot FUe FFEFole Aol Aok
(Vilgalys and Sun, 1994). Pleurotus%2] 712 57d0]
DNAS] ITS ¥ IGR ¥ 9+#4]3} RAPD¥H (random amplified
polymorphic DNA; Welsh and McClelland, 1990;
Williams e7 al., 1990)°] 2-&-=o] =Eg] F7F e T
AEIES ZF 5014 DNA td48s AEsked o8&
vh Qlov FE7He] o] e #AR0] Ade AR
YERTHE 5, 1996; A &, 1998). FHZoll= thekeh 4
o] 2838 4 9lE URP primer7} B yHEujd 2 2E
JNeE]o](Kang et al., 2002a), =W EF 13 ZEl2HA
FT ohFe JAtfoll 2 W AFESL 44
ExFR 8314 28 vl Adok(Kang et al., 2001,
2002b, 2003; Park et al., 2003).

1 A= URP-PCR W& o]&ste] oA 5%
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= Agel ARE e 715 WA TN BHE
=9 AW=ElR|(P  ostreatus) 59F%, AFEZER(P
Sflorida) 2%, AE=ELE|(P. abalonus) 1%, A6
(P, sajor-caju) 1%%, T =€ (P eryngii) 2%% &
ZF 6555 S 35 TH(Table 1).
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URP-PCR T84 #4& $I5ted Kang et al(2002)°]
ofste] Bi®E 20merd] ¥71E 7/d¥ 127§ URP
primer’} ©]-8-% 1tH(Table 2). PCREFS &2 10 mM
Tris-HCI(pH 8.0), 50 mM KCl, 1.5 mM MgCl,, 0.01%
gelatin, 100 ng prime, 50 ng template DNA, 200 zm
dNTP, 2 2.5 unit Tag polymerase(Promega)s {3 Z1A|
H-g-8-91-2 50 w7t HA SFATE PTC-200(MJ. Reasearch
Ahel PCRZIVIE ol&ste] A DNAWAE I8t
94°CollA 587F, 1 F cycledlA] DNARAS-2 94°CollA
13, annealing> 55°CollA] 1+ 2 DNAZAFL 72°CollA]
20 R F 36 cyclesr AABHA O, HFE DNATES 7
FoZ 39t SZE PCRAMES 1.5%9] agarose gell
A A719% 3 3 ethidium bromide £l A s}e]
UV lamp3tell A PCR tFEAAM =S #2351t
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657 =El]FElM HAEH L3 =719 URP-PCR
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o] #& <7E UPGMA (unweighted paired group methods
with arithmatic average)= ©|-83l] 23t #<
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system using multivariate statiscal programs Ver. 1.60)S
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39T Kang et al(2002a)0 2l3te] 7fdE 125RFe
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FEsHHA =ERHA F5 7+e] PCR tH8A A&l 4
&% = AUATH(Table 2). 53], URP2FS} URP6R primere
FE] F474 BAS FEE & de =2 PCR T
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Table 1. Lists and genetic groups of Pleurotus cultivars used in this study
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No. Cultivars Species Genetic groups ASI No.
1 Nonggi 2-1 Pleurotus ostreatus 1 2001
2 Cheonbockneutari 1 P. abalonus 6 2079
3 Sacheol 1 P. florida 3 2016
4 Wonhyung neutari 3 P, ostreatus 3 2240
5 Nonggi 201 P. ostreatus 2 2018
6 Chunchu 1 P, ostreatus 4 2228
7 Nonggi 202 P. ostreatus 3 2072
8 Chunchu 2 P. ostreatus 4 2344
9 Wonhyung neutari 1 P. ostreatus 1 2180
10 Keunneutari 1 P. eryngii 7 2302
11 Aeneutari 1 P, ostreatus 1 2194
12 Heuckpyung P, ostreatus 1 2706
13 Wonhyung neutari 2 P, ostreatus 1 2183
14 Byung neutari 1 P, ostreatus 2 2535
15 Sacheol neutari 2 P. florida 4 2181
16 Kyunhyup 1 P. ostreatus 1 2506
17 Ocknong 1 P. ostreatus 4 2505
18 Suhan 3 P, ostreatus 1 2596
19 Sambock P, sajor-caju 7 2479

20 Shinnong 46 P, ostreatus 5 2598

21 Heukjinjoo P, ostreatus 1 2477

22 Ilseong 2 P. ostreatus 3 2594

23 Cheongpung P, ostreatus 4 2487

24 Jangan PK P ostreatus 1 2593

25 Myungweol P. ostreatus 4 2488

26 Kimjae 9 P, ostreatus 5 2702

27 Suhan P, ostreatus 5 2504

28 Kimjae 10 P, ostraatus 4 2708

29 Shinnong 94 P, ostreatus 5 2549

30 Jangan 2 P, ostreatus 5 2709

31 Suhan 2 P. ostreatus 1 2595

32 Honglim 1 P. ostreatus 1 2710

33 Jangan 3 P ostreatus 4 2711

34 DH1012 P, ostreatus 1 2725

35 Keunneutari 3 P eryngii 7 2394

36 Shinnong 11 P, ostreatus 1 2726

37 Nongmin 1 P. ostreatus 1 2717

38 Shinnong 12 P. ostreatus 5 2727

39 Kimjae 7 P. ostreatus 5 2718

40 Shinnong 13 P. ostreatus 1 2728

41 Kimjae 8 P. ostreatus 4 2719

42 Cheongdo 21 P, ostreatus 1 2729

43 Backsongee P, ostreatus 7 2720

44 Cheongdo 22 P, ostreatus 1 2730

45 Jangan 6 P, ostreatus 1 2722

46 Wangheockpyung P. ostreatus 1 2731

47 Nongong 99 P, ostreatus 5 2724

48 Nongong 98 P ostreatus 1 2732

49 Chiack 3 P, ostreatus 1 2733

50 Samkoo PJ P, ostreatus 1 2790

51 Buyeongheukdan 4 P, ostreatus 4 2736

52 Samkoo 01 P, ostreatus 1 2791

53 Sodam P. ostreatus 6 2737

54 Chiak 5 P. ostreatus 5 2794

55 Heuckback P. ostreatus 1 2738

56 Chiak 7 P, ostreatus 5 2795

57 Buyeongsoyup 1 P ostreatus 5 2785

59 Bupyeongbockhye P, ostreatus 3 2786

60 Samkoo 8 P, ostreatus 5 2797

61 Jangan 7 P, ostreatus 5 2788

62 Youngnong 1 P, ostreatus 1 2787

63 Samkoohwanghack P. ostreatus 5 2789

64 Halla 1 P. ostreatus 3 2792

65 Halla 2 P, ostreatus 1 2793

The genetic groups are same to those of Fig. 2.
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Table 2. URP primers used in this study

Primers Sequences (5'-3") GC content (%) URP-PCR polymorphic bands
URP2F GTGTGCGATCAGTTGCTGGG 50 12
URP2R CCCAGCAACTGATCGCACAC 50 14
URP4R AGGACTCGATAACAGGCTCC 50 13
URP6R GGCAAGCTGGTGGGAGGTAC 60 14
URPYF ATGTGTGCGATCAGTTGCTG 50 8
URPI13R TACATCGCAAGTGACACAGG 50 6
URP17R AATGTGGGCAAGCTGGTIGGT 55 12
URP30F GGACAAGAAGAGGATGTGGA 50 12

‘PCR bands indicate average numbers of total PCR bands amplified by each URP primer.
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Fig. 1. PCR amplification of different cultivars in Pleurotus spp. by primers URP6R (A) and URP2F (B). Each number on lanes
is identical to that of Table 1.
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Fig. 2. Genetic relationship among different cultivars in
Pleurotus spp. The numbers are same to those of
Pleurotus cultivars listed in Table 1.
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