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ABSTRACT : Endophytic fungi were isolated from the roots of halophytes, Suaeda japonica and Carex scabrifolia
in the Suncheonbay. The ITS region in rDNA of 15 endophytic fungal strains were amplified using PCR with uni-
versal primers ITS1 and ITS4, and those amplified fragments were sequenced. Based on ITS sequence, five fungal
genera were identified in S. japonica and seven fungal genera were identified in C. scabrifolia. The Shannon's diver-
sity index (H') of endophytic fungi isolated from S. japonica and C. scabrifolia was 1.561 and 1.889, respectively.
In phylogenetic analysis, it was shown that Ascomycota and Pezizomycotina was widely distributed both in S. japon-
ica and C. scabrifolia. Also, Sordariomycetes, Dothideomycetes and Eurotiomycetes were shown to be distributed

in these halophytes used in this experiment.
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Table 1. The identification of endophytic fungi isolated in this study
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Elmer, Foster City, CA, USA)E AF&-3lo] 7ML
3Rt Khan et al., 2009a; Seo et al., 2009).
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A1 MEGA 4.1 Z27139] Neighbor-Joining(NJ) ¥
o2 B39t (Khan et al., 2009b; Park et al., 2010).
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7= T FdS FA 3t (Pielou, 1975).
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GenBank®l| 553} accession No.Z A 334 TH(Table 1).
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wasto] iAol tl ABSE BHelSIThFig 1),
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= AT gARFES 2 7HA E(phylum)o 2
F & 4 Ao H(Table 2), AddT2 Pezizomycotina

o, HAF TS Ustilaginomycotina ©H- 2.2 E/ 5
= Zo] RIS} 28]3L AdwtE Pezizomycotina O R
o] 43} Sordariomycetes 7Joll &3l= Colletotrichum(2

Host plant Fungal isolates Closest relative based on sequence homology Similarity (%) Accession No.
Sj-1-1-3 Colletotrichum gloeosporioides (HQ264183) 99 JQ801464
Sj-1-2-1 Exophiala jeanselmei (AY163552) 99 JQ801465
S iavonica Sj-1-6-1 Ustilago trichophora (AY345009) 99 JQ801466
- 1P Sj-2-1-1 Colletotrichum gloeosporioides (JF923828) 100 JQ801467
Sj-2-2-1 Paraconiothyrium sp. (JF502453) 91 JQ801468
Sj-2-3-1 Westerdykella multispora (AY943048) 96 JQ801469
Cs-1-7-2 Hypocreales sp. (HQ596921) 97 JQ801455
Cs-1-9-1 Lulwoana sp. (F1430721) 98 JQ801456
Cs-1-10-1 Zalerion maritimum (AF169305) 98 JQ801457
Cs-2-1-1 Cladosporium gossypiicola (AF393702) 100 JQ801458
C. scabrifolia Cs-2-1-2 Penicillium sp. (JF439500) 99 JQ801459
Cs-2-2-1 Cladosporium uredinicola (AY251071) 99 JQ801460
Cs-2-4-1 Phoma sp. (HQ696025) 100 JQ801461
Cs-2-4-2 Epicoccum sorghi (JN198478) 100 JQ801462
Cs-2-5-1 Penicillium brevicompactum (HQ654891) 99 JQ801463

The endophytic fungi were identified by using universal primer ITS1 and ITS4 in PCR reaction and analyzing to compare the ITS regions with
the BLAST program of NCBI. As a result of ITS-region analysis, total 15 fungal strains were identification. Among these, 6 speices were iso-
lated from the roots of S. japonica and 9 species were isolated from C. scabrifolia.
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Fig. 1. Phylogenetic tree of endophytic fungi using rDNA-ITS
sequences. The neighbour joining tree (1000 bootstrap
replications) was constructed using 6 or 9 taxa. (A)
five fungal genera were isolated from S. japonica, (B)
seven fungal genera were isolated from C. scabrifolia.
Phylogenetic analysis showed that endophytic fungal
strains were belong to the phylum Ascomycota and
Basidiomycota.
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Table 2. Overview of endophytic fungi isolated from S. japonica and C. scabrifolia

Suncheon Bay

Fungal strain

S. japonica C. scabrifolia Taxon"

Cladosporium sp. 2 Ascomycota
Colletotrichum sp. 2 Ascomycota
Epicoccum sp. 1 Ascomycota
Exophiala sp. 1 Ascomycota
Hypocreales sp. 1 Ascomycota
Lulwoana sp. 1 Ascomycota
Paraconiothyrium sp. 1 Ascomycota
Penicillium sp. 2 Ascomycota
Phoma sp. 1 Ascomycota
Ustilago sp. 1 Basidiomycota
Westerdykella sp. 1 Ascomycota
Zalerion sp. 1 Ascomycota
Shannon’s diversity index (H')b 1.561 1.889

Fifteen kinds of Endophytic fungi was isolated from roots of both halophytes in Suncheonbay. The table showed that Ascomycota and Basid-
iomycota were distributed S. japonica, while Ascomycota were only distributed C. scabrifolia. Especially, Ascomycota was more widely dis-

tributed than Basidiomycota in S. japonica.
*Phylogenetic classification was arranged with phylum.

"The Shannon’s diversity index (H') is representative of species diversity.
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