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Isolation and Diversity of Yeasts from Wild Flowers in

Ulleungdo and Yokjido, Korea
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ABSTRACT : Various yeasts from wild flowers of Ulleungdo in Gyeongsangbuk-do and Yokjido in Gyeongsangnam-do, Korea were
isolated and identified by comparison of nucleotide sequences for PCR-amplified D1/D2 region of 26S rDNA using BLAST. Forty
eight yeast strains of twenty two species and sixty yeast strains of twenty five species were isolated from wild flowers of
Ulleungdo and Yokjido, respectively. Only seven species were overlapped from the two different islands areas: Cryptococcus
albidus, Cryptococcus laurentii, Metschnikowia reukafii, Pichia scolyti, Rhodotorula glutinis, Rhodotorula graminis and Rhodotorula
mucilaginosa. Among forty species from two different islands, other thirty three species were restricted to specific collection site

suggesting that each area has distinctive yeast flora.
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Table 1. Yeasts species isolated from wild flowers collected in Ulleungdo, Gyeongsangbuk-do, Korea

No. Putative species Isolated No. Related Genbank sequence Identity (%)
1 Candida intermedia UL42-1 DQ377635.1 559/559(100)
2 Candida silvae UL42-2 GQ222354.1 573/573(100)
3 Cryptococcus albidus UL1-2 AF335982.1 617/621(99)

UL41-4 AF335982.1 621/624(99)
4 Cryptococcus flavus UL42-4 EU177572.1 634/636(99)
5 Cryptococcus laurentii UL15-4 AM931019.1 627/627(100)
6 Hanseniaspora uvarum UL19-1 AM160628.1 608/612(99)
7 Kuraishia capsulata UL40-2 DQ409142.1 602/602(100)
8 Metschnikowia koreensis UL28-3 AF257272.1 526/534(99)
UL32-1 AF257272.1 528/533(99)
UL37-1 ]X067740.1 551/552(99)
UL38-2 AF257272.1 526/535(98)
UL48-1 JX067740.1 551/552(99)
9 Metschnikowia reukaufii UL22-1 1X067740.1 551/552(99)
UL22-3 ]X067740.1 551/552(99)
UL28-1 JX067740.1 551/552(99)
UL3-1 ]X067740.1 525/526(99)
UL45-2 ]X067740.1 551/552(99)
10 Metschnikowia viticola UL19-3 JN544019.1 547/550(99)
11 Meyerozyma caribbica UL10-1 KC111450.1 613/613(100)
UL5-1 KC111450.1 613/613(100)
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Table 1. Continued

No. Putative species Isolated No. Related Genbank sequence Identity (%)
12 Pichia guilliermondii UL47-1 EU177574.1 609/611(99)
13 Pichia mexicana UL26-1 DQ409143.1 562/572(98)

UL29-4 DQ409143.1 562/572(98)
UL16-2 DQ409143.1 562/572(98)
UL7-3 DQ409143.1 562/572(98)
ULS-3 DQ409143.1 562/572(98)
14 Pichia scolyti UL23-2 FR819712.1 621/626(99)
UL25-2 FR819712.1 621/629(99)
UL33-1 JQ689050.1 547/550(99)
UL9-2 JQ689050.1 547/550(99)
15 Pichia silvicola UL6-1 EF550302.1 590/591(99)
UL25-3 EF550302.1 590/591(99)
16 Pseudozyma hubeiensis UL29-2 AB566327.1 637/645(99)
17 Rhodosporidium fluviale UL15-3 KC006616.1 605/606(99)
18 Rhodotorula glutinis UL25-6 AM160642.1 614/625(98)
UL26-3 AM160642.1 614/614(100)
UL31-3 AM160642.1 614/614(100)
UL42-3 AM160643.1 614/614(100)
19 Rhodotorula graminis UL20-3 EU563930.1 614/614(100)
UL9-3 EU563930.1 614/614(100)
ULe6-4 EU563930.1 614/614(100)
UL35-3 EU563930.1 614/614(100)
UL36-4 EU563930.1 614/614(100)
20 Rhodotorula mucilaginosa UL17-2 EU285542.1 610/610(100)
UL46-4 EU285542.1 610/610(100)

21 Sporidiobolus pararoseus UL42-5 JQ219311.1 609/611(99)

22 Sporobolomyces carnicolor UL32-3 JN940713.1 604/604(100)
Table 2. Yeasts species isolated from wild flowers collected in Yokjido, Gyeongsangnam-do, Korea

No. Putative species Isolated No. Related Genbank sequence Identity (%)
1 Candida albicans YJ23-2 AF156537.1 608/609(99)
2 Candida bombi YJ29-1 AY188358.1 500/506(99)

YJ41-2 AY188358.1 500/506(99)
YJ51-1 AY188358.1 501/506(99)
3 Candida corydali YJ)33-1 DQ655679.1 589/592(99)
4 Candida sp. YJ36-2 AB294739.1 573/574(99)
5 Cryptococcus adeliensis YJ19-2 JN400746.1 638/638(100)
6 Cryptococcus albidus YJ14-1 AF335982.1 620/621(99)
YJ41-1 AF335982.1 624/624(100)
YJ46-3 AF335982.1 623/624(99)
7 Cryptococcus aureus YJ4-1 EU304246.1 630/630(100)
YJ25-1 EU304246.1 630/630(100)
8 Cryptococcus laurentii YJ26-1 FJ743631.1 637/637(100)
Y]34-1 FJ743631.1 638/640(99)
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No. Putative species Isolated No. Related Genbank sequence Identity (%)
9 Cryptococcus magnus YJ4-3 AY242120.1 643/643(100)
10 Cryptococcus saitoi YJ40-2 JN400762.1 638/639(99)
11 Cryptococcus uzbekistanensis YJ10-4 KC006556.1 626/626(100)

YJ48-1 KC006556.1 626/626(100)
12 Fibulobasidium inconspicuum YJ52-1 AF363641.1 614/627(98)
13 Lodderomyces elongisporus YJ38-1 EF394940.1 610/613(99)
Y)38-3 EF394940.1 611/613(99)
14 Metschnikowia reukaufii YJ12-1 JX067778.1 552/553(99)
YJ13-1 JX067778.1 552/554(99)
YJ5-1 JX067778.1 555/558(99)
YJ7-1 JX067778.1 552/553(99)
YJ9-1 JX067778.1 552/553(99)
YJ22-1 JX067778.1 552/553(99)
YJ24-1 ]X067778.1 552/553(99)
YJ30-1 JX067778.1 552/553(99)
YJ)35-2 ]X067778.1 554/556(99)
YJ39-2 JX067778.1 554/556(99)
YJ42-3 ]X067778.1 555/557(99)
YJ45-3 JX067778.1 555/556(99)
YJ51-2 JX067778.1 555/556(99)
15 Meyerozyma guilliermondii Y]34-3 KC119207.1 613/613(100)
Y)34-2 KC119207.1 610/610(100)
16 Pichia scolyti YJ14-2 JQ689050.1 547/550(99)

17 Pseudozyma sp. YJ37-2 AJ876780.1 646/649(99)
18 Rhodosporidium paludigenum YJ41-4 HQ670686.1 617/617(100)
19 Rhodotorula glutinis YJ35-4 AM160643.1 617/617(100)

YJ42-4 AM160643.1 617/617(100)
YJ54-2 AM160643.1 617/617(100)
20 Rhodotorula graminis YJ48-2 EU563930.1 615/617(99)
YJ20-3 EU563930.1 612/614(99)
YJ36-1 EU563930.1 617/617(100)
21 Rhodotorula minuta YJ27-1 JQ768912.1 635/642(99)
22 Rhodotorula mucilaginosa YJ39-1 GQ303715.1 612/613(99)
YJ4-4 EU285542.1 610/610(100)
YJ5-2 EU285542.1 610/610(100)
YJ16-1 GQ303715.1 610/610(100)
YJ19-1 GQ303715.1 610/610(100)
YJ37-1 HE660055.1 612/613(99)
YJ38-4 GQ303715.1 613/613(100)
YJ42-2 EU177573.1 601/614(98)
YJ46-1 EU563932.1 612/614(99)
Y)34-7 EU285542.1 610/610(100)
23 Rhodotorula nothofagi YJi-1 FJ743617.1 631/631(100)
YJ22-2 FJ743617.1 628/628(100)
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Table 2. Continued

No. Putative species Isolated No. Related Genbank sequence Identity (%)
23 Rhodotorula nothofagi YJ1-1 FJ743617.1 631/631(100)

YJ22-2 FJ743617.1 628/628(100)
24 Rhodotorula slooffiae YJ10-3 AB566328.1 637/639(99)
25 Rhodotorula sp. YJ38-2 AF444745.1 599/601(99)

Ulleungdo

Candida intermedia, Candida silvae,
Cryptococcus flavus,

Hanseniasporauvarum,
Kuraishia capsulata,

Metschnikowia koreensis,

Mertschnikowia viticola,
Meverozyma caribbica,
Pichia guilliermondii,
Pichia mexicana, Pichia silvicola,
Pseudozyma hubeiensis,
Rhodosporidium fluviale,
Sporidiobolus pararoseus,

Sporobolomyces carnicolor

Cryptococcus albidus,
Cryptococcus laurentii,

Metschnikowia

reukaufii,
Pichia scolyti,
Rhodortorula glutinis,
Rhodotorula graminis,

Rhodotorula

mucilaginosa

Yokjido

Candida albicans, Candida bombi,
Candida corvdali, Candida sp.,

Cryptococcus adeliensis,

Cryptococcus aureus,
Cryptococcus magnus,

Cryptococcus saitoi,

CJ'l])fDFOC{'lI.S’ uzhekistanensis N

Fibulobasidium inconspicuum,
Lodderomyces elongisporus,

Meyerozvma guilliermoncdii,

Pseudozyvimasp.,
Rhodosporidium paludigenum,

Rhodoterulaminuta, Rhodotorula

nothofagi,
Rhaodotorula sloaffiae,
Rhaodotorula sp.

Fig. 1. Diversity of yeasts isolated from wild flowers collected in Ulleungdo and Yokjido, Korea.
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