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Diversity of Endophytic Fungi Isolated from Leaves of
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ABSTRACT : We investigated the biodiversity of endophytic fungi isolated from leaves of three coniferous species (Pinus densiflora,
P koraiensis, Larix kaempferi) on Mt. Minjuji, Korea. A total of 39 isolates were discovered from 17 host plants and their homology
with the ITS region was searched. They were then identified as 22 taxa; 64% of fungal isolates belong to Sordariomyetes, 33% of

isolates to Leotiomycetes, and 3% isolates to Agaricomycetes.
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Fig. 1. Phylogenic tree of endophytic fungi from P. densiflora, P. koraiensis and L. kaempferi in Mt. Minjuji. ITS and 5.8S rDNA
region were used these sequence analysis to confirm the topological appropriation of isolates. Sphatularia flavida was used as an

outgroup.
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Table 1. Molecular identification and the closest taxa of representative isolates using ITS region from P. densiflora, P. koraiensis

and L. kaempferi in Mt. Minjuji

Strains Accession No. The Closest Genbank taxa .Max.imum Relative abundance”
identity (%) P, densiflora P, koraiensis L. kaempferi
11B012 AB247944.1 Lophodermium sp. 96 0.87
11E040 GU367906.1 Lophodermium pinastri 99 0.25
11C038 JN601151.1 Pezicula sp. 100 0.13
11C035 AF141184.1 Pezicula cinnamomea 99 0.06
12B003 JN198525.1 Nemania sp. 929 0.04
11C062 AB693930.1 Xylaria sp. 99 0.25
11C036 AF163039.1 Xylaria longipes 99 0.04
11C026 GQ334436.1 Hypoxylon sp. 99 0.04
12B013 AJ302435.1 Diatrype stigma 98 0.04
11C046 HM122902.1 Fungal endophyte sp. 1 99 0.04
11B041 HQ533013.1 Mucronella sp. 97 0.25
12B008 JQ761582.1 Sordariomycetes sp. 99 0.04
11C022 EU367449.1 Jattaea mookgoponga 99 0.10
11C045 AM403718.1 Glomerella cingulata 99 0.25
12B016 KF367565.1 Coniochaeta sp. 99 0.04
11C060 JN209929.1 Chaetomium subaffine 929 0.04
11C010 AY787723.2 Phaeoacremonium sp. 100 0.04
11C047 AY347333.1 Valsa ceratosperma 96 0.04
11B002 KC343146.1 Diaporthe sp. 99 0.26
11B004 AY578071.1 Phomopsis eucommicola 929 0.10
11B025 EU571096.1 Phomopsis sp. 98 0.04
11B039 FJ025300.1 Fungal endophyte sp. 2 99 0.04
Total Number of isolates 8 4 27
Shannon diversity index (H") 0.37 1.38 2.49
Species richness 2 4 16

*Relative abundance indicates the percentages of the number of isolates in the study sites of the total numbers of isolates.
**Frequency indicates the percentages of the number of trees isolated the fungal species of the total number of trees.
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