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Isolation and Diversity of Wild Yeasts from Some Cereals
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ABSTRACT : Several kinds of wild yeasts were isolated and identified from some cereals. A total of twenty six yeast strains were
isolated from eleven kinds of cereals. Among twenty six yeast strains, Saccharomyces cerevisiae were five strains and Pseudozyma
antarctica were four strains. Five species of Cryptococcus including Cryptococcus magnus were also isolated. Pseudizyma aphidis
were isolated from black bean, and Saccharomyces cerevisiae, Cryptococcus flavescens, Cryptococcus magnus and Hannaella zeae

were also isolated from glutinous millet.
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Table 1. Yeast species from several kinds of cereals in Korea
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Related Genebank

No. Putative species Isolated no. Sequence Identity Source
1 Cryptococcus adeliensis 502-4 KC006883.1 601/604(99%) Pea
2 Cryptococcus flavescens 508-1 JX049434.1 600/604(99%) Glutinous millet
3 Cryptococcus luteolus 507-1 AM160633.1 590/591(99%) Rye
4 Cryptococcus magnus 501-2 JX188126.1 593/593(100%) Kidney bean
508-5 JX188126.1 608/610(99%) Glutinous millet
5 Cryptococcus rajasthanensis 500-1 AM262981.2 603/604(99%) Sorghum
500-2 AM262981.2 606/607(99%) Sorghum
6 Eremothecium coryli 503-2 U43390.1 544/547(99%) Black bean
7 Filobasidium floriforme 501-4 JQ768861.1 606/610(99%) Kidney bean
8 Hannaella oryzae 503-4 JQ754139.1 594/595(99%) Black bean
504-2 JQ754139.1 593/594(99%) Yellow bean
9 Hannaella zeae 508-3 JQ754112.1 599/603(99%) Glutinous millet
10 Meyerozyma guilliermondii 504-5 JQ686905.1 568/568(100%) Yellow bean
504-1 JQ686905.1 571/571(100%) Yellow bean
11 Rhodosporidium toruloides 503-3 EU159270.1 564/567(99%) Black bean
503-5 EU159270.1 564/567(99%) Black bean
12 Saccharomyces cerevisiae 510-1 JX103178.1 615/615(100%) Black rice
506-2 JX103178.1 615/616(99%) Oat
507-2 HQ149319.1 606/607(99%) Rye
507-3 JX103178.1 615/615(100%) Rye
508-2 JX103178.1 615/615(100%) Glutinous millet
13 Pseudozyma antarctica 511-2 AB566343.1 598/599(99%) Glutinous rice
514-1 AB566343.1 609/613(99%) Brown rice
515-1 AB566343.1 597/599(99%) Black rice
515-3 AB566343.1 601/603(99%) Black rice
14 Pseudozyma aphidis 503-1 JN940520.1 648/648(100%) Black bean
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Fig. 1. Diversity of yeast from cereals.
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