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First Report on Phialophora sessilis Isolated from
Leaf Mold of Diospyros kaki in Korea
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ABSTRACT : An unrecorded fungus was isolated from the leaf mold of Diospyros kaki in Sangju, Korea. Morphological and
phylogenetic analyses were performed for the isolated fungus, which was ultimately identified as Phialophora sessilis. This is the

first report of P sessilis in Korea.
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Fig. 1. Stereo and light photographs of Phialophora sessilis isolated from Diospyros kaki. A, Colonies on potato dextrose agar
after 30 days; B~C, Observed hyphae and conidia. Sessile collarettes were observed on the hyphae and conidia (arrow); D,
Conidia (scale bar = 10 pm).

Table 1. Morphological characteristics of Phialophora sessilis isolated in this study

Characteristics P, sessilis isolated in this study P sessilis"
Colony Texture Circular cerebriform, slow growth Cerebriform, slow growth
Color Olivaceous black Olivaceous black
Conidia Shape Subhaline, obovoidal to ellipsoidal Subhaline, obovoidal to ellipsoidal
Size 2.1~4 x 1.2~2 uym 2.3~4.1 x 1.5~2.2 um

*Source of description [5].
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Table 2. Sequences of Phialophora and allied species considered in this study

GenBank Accession No.

Species fsolate No. ITS LSU B-Tubulin
Phialophora sessilis CBS 238.93 AY857541 KC455264 KC455235
P, sessilis CBS 243.85 AY857542 EU514700 KC455234
P. oxyspopra CBS 416.89 JQ766449 JQ766497 JQ766374
P. oxyspopra CBS 698.73 JQ766450 KC455262 KC455232
P. europaea CBS 218.78 JQ766441 JQ766488 JQ766366
P. europaea CBS 129.96 JQ766440 KF928531 JQ766364
P, olivacea CBS 123.74 KC455248 KC455261 KC455231
P, olivacea CBS 122.74 KC455247 KC455260 KC455230
P. reptans CBS 113.85 JQ766445 JQ766493 KC455233
P, reptans CBS 152.90 JQ766446 JQ766494 JQ766371
Cladophialophora immunda CBS 834.96 EU137318 KC809990 EU137203
P, sessilis KNU-002* KX431941° KX431943* KX431943°

“The sequences obtained in this study.
ITS, internal transcribed spacer; LSU, large ribosomal subunit.
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Fig. 2. Phylogenetic tree of members of the genus Phialophora based on the combined sequence of internal transcribed spacer,
large ribosomal subunit and B-tubulin. The tree was constructed using the neighbor-joining method with 1,000 replicates. Clado-
phialophora immunda was used as outgroup. Bootstrap values (>50) were shown above/below the branches.
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