ﬂ' E E Q!‘ QI II The Korean Journal of Mycology Research Note
AL = = —

4 o Bl FH EYCZFEH O 2o

=

23l o 53

ShMol' - Zsl2' - olghy’ - oI+

"B Al Hfo] 2. o] Y&, R el S8 H &)

Isolation and Identification of Wild Yeasts from
Freshwaters and Soils of Nakdong and Yeongsan River,
Korea, with Characterization of Two Unrecorded Yeasts
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ABSTRACT : Diverse wild yeast were isolated from freshwaters and soils of Nakdong and Yeongsan rivers in Korea and identified
by the comparison of polymerase chain reaction-amplified nucleotide sequences of the internal transcribed spacer region
(including the 5.8S rRNA) and D1/D2 regions of 26S rDNA, using BLAST. In total, 15 strains belonging to 9 species were isolated
from 25 samples, out of which Aureobasidium pullulans and Cryptococcus bestiolae were dominant. Candida ghanaensis JSFO127
and Meira geulakonigii JSFO130 were identified as unrecorded yeasts, for which their mycological characteristics were investigated.
These unrecorded yeasts formed ascospores and grew in yeast extract peptone dextrose medium containing 5% NaCl.
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Fig. 1. Sampling sites in Yeongsan river (A) and Nakdong river (B), Korea.
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Table 1. Yeasts species isolated from freshwater and soils of Nakdong and Yeongsan rivers, Korea

No. Putative species Isolated No. Related Genebank Sequence Remarks
1 Aureobasidium pullulans JSF0101 AY213693.1
JSF0102 AY213693.1
JSF0103 AY213693.1 Nakdong river*
2 Candida sp. JSF0104 JN936885.1
3 Rhodotorula minuta JSF0105 FR870029.1
4 Cryptococcus bestiolae JSF0121 NG_042482.1
JSF0122 NG_042482.1
JSF0123 NG_042482.1
5 Aureobasidium pullulans JSF0124 AY213693.1
6 Lachancea thermotolerans JSF0125 JX129903.1 o
JSF0126 ]X129903.1 Yeongsan river
7 Candida ghanaensis JSF0127 GU373764.1
8 Wickerhamomyces anomalus JSF0128 KT895982.1
JSF0129 GU373764.1
9 Meira geulakonigii JSF0130 GQ917048.1

‘Hasang-ri, Jungdong-myeon, Sangju-city, Gyeongsangbuk-do.
*Juksan-ri, Dasi-myeon, Naju-city, Jeollanam-do.

‘ GU373764.1 Candida ghanaensis

0 KF912863.1 Candida ghanaensis

Candida ghanaensis JSF0127

56

| AB500188.1 Candida ghanaensis

100|

- DQ438224.1 Candida ghanaensis

HE663399.1 Geotrichum restrictum
100 KM391957.1 Geotrichum klebahnii
100
GU373755.1 Geotrichum klebahnii

KF647739.1 Metschnikowia arizonensis

KC160580.1 Meira nashicola

300 Meira geulakonigii JSF0130

———

GQ917048.1 Meira geulakonigii

NG 042394.1 Meira geulakonigii

KC798419.1 Meira geulakonigii

NG 042395.1 Meira argovae
94‘

|

2
0.02 AB367529.1 Meira argovae

Fig. 2. Phylogenetic tree of two unrecorded yeasts, Candida ghanaensis JSF0127 and Meira geulakonigii JSF0130, isolated from
freshwater and soils of Nakdong and Yeongsan rivers based on the nucleotide sequences of large subunit 26S rDNA. The tree
was generated by the neighbor-joining method, using MEGA7.
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Table 2. Morphological characteristics of unrecorded yeast strains from Nakdong and Yeongsan rivers, Korea

Candida ghanaensis JSF0127

Meira geulakonigii JSF0130

Morphological characteristics

Shape (@) E
Vegetative reproduction B B
Size (um) 14 x 1.7 0.4 x 1.0
Ascospore + +
Pseudomycelium - +
Cultural and physiological characteristics
Growth on
Y™ +++ ++
YPD +++ ++
PD ++ +++
vitamin-free medium + -
Color on YPD C C
Osmotolerance
5 ++ ++
Glucose (%) N !
20 -
50 - -
1 +
NaCl (%) 5 + +
10 - -

O, oval; E, ellipsoidal; B, budding; +++, very good growth; ++ or +, good growth; -, no growth; C, cream color; YM, yeast extract malt
extract medium; YPD, yeast extract peptone dextrose medium; PD, potato dextrose medium.
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