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ABSTRACT

A previous record of Coleosporium phellodendri on Zanthoxylum ailanthoides in Korea by
Korean researchers was regarded as C. zanthoxyli by foreign scientists without further studies.
To clarify the identity of a Coleosporium species occurring on Z. ailanthoides in Korea, we
examined the morphological characteristics of eight materials and analyzed the internal
transcribed spacer (ITS) and 28S large subunit (LSU) rDNA regions of three representative
specimens which were collected in Korea and deposited in the Mycological Herbarium at
Korea University (Seoul, Korea). All specimens collected in Korea were morphologically and
molecularly determined to be C. zanthoxyli. Therefore, this is the first confirmed report on the
presence of C. zanthoxyli on Z. ailanthoides in Korea.
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TRt EEA] BEF o] 9l MU = A2 38(KUS-F23484, F29478, F30298)S
V= ITS B LSUrDNA g<2] &7 W@‘ AT Aime [6]2] WHHol| whef A AlFoilA]
ANFet oASZAOA genomic DNAE FE5130L, ITS P ITS5ue} ITS4rust &E]'OIU']U]
LSU 9§12 LRORS}LR6 Zato|d][8]= A} 5}0] PCRE ZZA|ZiT), ZZ 5 7}7ko] pCR AHE-S

71952 Eoto] &RIgh $of c§7 LS 2A57] Siste] U]—ELEZﬂ(Macrogen, Seoul, Korea)of|
ol=l5gict EAH 7|4 ¥2 DNASTAR computer package 7.1 (Lasergene; DNASTAR,
Madison, W1, USA)Z- 0]-85}0] %J2]519]. 2™, o] 52 NCBI (National Center for Biotechnology
Information)2] GenBankol] S-E3}CH7 €S ITS 3 MK447124-MK447126, LSU 3
MK447127-MK447129). BLASTng 0]-85}0] GenBankol| 5-2&|0] Ql= 17| A} v]wst Az}

Fig. 1. Coleosporium zanthoxyli occurring on Zanthoxylum ailanthoides. A, Symptoms appeared on
the upper surface of the leaves. B, Uredinia formed on the lower surface of the leaves. C and D, Close-
up view of erumpent uredinia. E and F, Urediniospores observed at different focal planes. G, Uredinium
observed under scanning electron microscope. H and I, Urediniospores observed under scanning
electron microscope.
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KY810469 Coleosporium euphrasiae
KY810475 C. senecionis
KY810483 C. campanulae
KY810462C. cacaliae

KY810471 C. petasitidis
74'KY810485 C. tussilaginis
KP017554 C. pedicularis

KP017559 C. cimicifugatum

KP017553 C. phlomidis

KY810484 C. solidaginis
MHE56772 C. plumeriae

KY783690 C. inulae

MG561476 C. telioevodiae

MG561454 C. phellodendri

MG561453 C. phellodendri

MG561450 C. phellodendri

MG561451 C. phellodendri

MG561452 C. phellodendri

MG561449 C. phellodendri

MG561455 C. phellodendri

MG561459 C. zanthoxyli ex Zanthoxylum schinifolium (China)

MG561458 C. zanthoxyli ex Zanthoxylum schinifolium (China)

MG561460 C. zanthoxyli ex Zanthoxylum schinifolium (China)

MG561456 C. zanthoxyli ex Zanthoxylum ailanthoides (China)

KX386019 C. zanthoxyli ex Zanthoxylum piperitum (Japan)

KX386018 C. zanthoxyli ex Zanthoxylum schinifolium (Japan)

KX386017 C. zanthoxyli ex Zanthoxylum schinifolium (Japan)

MK447126 C. zanthoxyli ex Zanthoxylum ailanthoides (Korea) KUS-F30298
MK447124 C. zanthoxyli ex Zanthoxylum ailanthoides (Korea) KUS-F23484
MK447125 C. zanthoxyli ex Zanthoxylum ailanthoides (Korea) KUS-F30298

KY810461 Chrysomyxa rhododendri

100
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Fig. 2. Minimum evolution tree of Coleosporium species based on ITS rDNA sequences. Bootstrapping
support values higher than 70% are given above the branches. The Korean specimens are shown in bold.
The scale bar equals the number of nucleotide substitutions per site.
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