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ABSTRACT

In 2017, we collected a wood-decay fungus growing on a dead and decaying herbaceous plant
(Reynoutria sachalinensis (F. Schmidt) Nakai) in Dokdo, the far-eastern island of South Korea.
Morphologically, this species is characterized by resupinate, coriaceous to corky basidiocarps,
poroid hymenophores, pseudodimitic hyphal system, and ellipsoid basidiospores. Based on
morphological observation and internal transcribed spacer of ribosomal DNA, the fungus
was identified as Xylodon flaviporus (Berk. & M.A. Curtis ex Cooke) Riebesehl & Langer. It is
only the second macrofungal species reported from Dokdo, and R. sachalinensis is the first
herbaceous plant to be identified as a host for X. flaviporus
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Table 1. Information of ITS sequences used in this study

GenBank

Species Voucher Locality Accession
No.

Hyphodontia arguta FR-0219451 France KR349243
Hyphodontia borbonica FR-0219441 France KR349240"
Hyphodontia subdetritica ~ FR-0261085 France KY081793
Kneiffiella decorticans SP415980 Argentina KY081795
Kneiffiella efibulata GB-0151167 Sweden KY081796"
Lyomyces erastii 23cSAMHYP Spain JX857800
Lyomyces juniperi FR-0261086 France KY081799
Lyomyces microfasciculatus TNM F24757 Taiwan JN129976"
Lyomyces vietnamensis TNM F9073 Vietnam JX175044"
Xylodon apacheriensis Canfield180 USA KY081800"
Xylodon flaviporus FCUG 1534 Romania AF145573
Xylodon flaviporus FCUG 2233 Turkey AF145574
Xylodon flaviporus FCUG 1053 Romania AF145575
Xylodon flaviporus ICMP 13836 Taiwan AF145585
Xylodon flaviporus CFMR:DLL2011-13 4 USA KJ140637
Xylodon flaviporus KUC20130808-17 South Korea  KJ668462
Xylodon flaviporus™ KA17-0796 South Korea MK920119
Xylodn lenis Wu890714-3 Taiwan KY081802"
Xylodon mollissimus LWZ 20160318-3 China KY007517"
Xylodon mollissimus Yuan 4562 China KY007519
Xylodon nothofagi ICMP 13839 New Zealand ~AF145582
Xylodon nothofagi PDD:91630 New Zealand GQ411524
Xylodon nongravis CHWC 15062 Taiwan KX857800
Xylodon nongravis GC 1412-22 Taiwan KX857801
Xylodon sp. ICMP 13835 Taiwan AF145586
Xylodon ovisporus ICMP 13837 Taiwan AF145587
Xylodon sp. A46 unknown KC414243
Xylodon paradoxus FCUG 2425 Russia AF145571
Xylodon paradoxus FCUG 1517 Romania AF145572
Xylodon quercinus Otto Miettinen 15050,1 (H 6013352) Finland KT361632
Xylodon raduloides FCUG 678 Canada AF145564
Xylodon raduloides ICMP 13841 New Zealand ~ AF145579
Xylodon raduloides ICMP 13833 Australia AF145580
Xylodon ramicida Viacheslav Spirin 7664 (H) Russia KT361634
Xylodon subflaviporus Wu 0809-76 China KX857803"
Xylodon subtropicus Wu 1508-2 China KX857806
Xylodon subtropicus Wu 9806-105 Vietham KX857807 "

" Sequence ex type specimen

* Newly generated sequence in this study

Zm Y

37719 taxaS S ITS datasetel] THgt MP 3! Bl 4] 21k Fig. 101 715131 S=oilA A
= WAL X flaviporus 71 A GE(KI668462, KI140637, AF145573, AF145585, AF145574, AF145575)
I} shte) 152 /45 (MPBS = 100, PP = 1.0) FEZ] 0.2 FAFR X, subflaviporus(KX857803)
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Fig. 1. One of nine most parsimonious trees from a heuristic analysis of ITS sequences. Broad black
branches indicate maximum parsimony bootstrap support value (MPBS)>70% and Bayesian posterior
probabilities (PP) >0.95. Only MPBS values>70% are shown. Kneiffiella decorticans and K. eflbulata
were used as the outgroups. “T” indicate sequences of the holotype. CI, consistency index; HI, homoplasy
index; RI, retention index.
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Fig. 2. Morphological characters of Xylodon flaviporus (KA17-0796) and its host plant (Fallopia
sachalinensis). A, B: fruiting bodies of X. flaviporus on host plant; C: hymenophore; D, E: basidia; F:
basidiospores; G, H: skeletal-like hyphae; 1, J: capitate cystidia; K: apically-encrusted cystidia (Scale
bars: B=2mm , C= 100 pm, D-K =10 pm).
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